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Table S1: Primer sequences used in real-time polymerase chain reaction

Gene Primer sequence (5´-3´) Amplicon size (bp)

COX2 F: CCAGAGCAGGCAGATGAAATACC 168
R: ACCAGAAGGGCAGGATACAGC

DDX58 F: TGTGCTCCTACAGGTTGTGGA 120
R: CACTGGGATCTGATTCGCAAAA

IFIH1 F: TCGAATGGGTATTCCACAGACG 152
R: GTGGCGACTGTCCTCTGAA  

INF-γ F: CTTTAAAGATGACCAGAGCATCCA 189
R: GGCGACAGTTCAGCCATCAC

MYD88 F: ACTGCTCGAGCTGCTTACCAA 106
R: CTCCTGCTGCTGCTTCAAGAT 

RNaseL F: GGCCTTCTGAACATTCCAAAAG 141
R: TCCGGATGAACTTTAGCAGATC

TLR3 F: CAAACACAAGCATTCGGAATCTG 145
R: AAGGAATCGTTACCAACCACATT

TLR4 F: AGTTGATCTACCAAGCCTTGAGT 94
R: GCTGGTTGTCCCAAAATCACTTT

TDO2 F: ACCTCCGTGCTTCTCAGACAG  151
R: GACCTCCTTTGCTGGCTCTATTC 

TSG6 F: GCTGCTGGATGGATGGCTAAG  156
R: CTCCTTTGCGTGTGGGTTGTAG

RPLP0 F: TGGTCATCCAGCAGGTGTTCGA 119
R: ACAGACACTGGCAACATTGCGG
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Fig.S1: Functional enrichment and pathway analysis of differential expression genes (DEGs). A. Gene Ontology (GO) annotations consist of molecular 
function (MF) enrichment analysis results of all module genes and B. Biological process (BP) enrichment analysis results of all module genes.   

Fig.S2: The GeneMANIA network illustrates the closest interactions between DICER1 and other human genes. The line colors signify different types of 
connections, including shared protein domains, co-expression, co-localization, predictive  and physical interactions with DICER1.
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