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Fig.S1: PPI network for the DEGs. Red circles and green prismatic represent up-regulated and down-regulated genes, respectively. PPI; Protein-protein 
interaction and DEGs; Differentially expressed genes. 
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Fig.S2: miRNAs-gene regulatory network. Red circles, green prismatic and yellow triangles represent up-regulated genes, down-regulated genes and 
miRNAs, respectively. 


