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Table S1: Correlation among expression levels of four genes in round spermatid maturation arrest group using Spearman’s test (two-tailed)

TNP1 TNP2 PRM1 PRM2

expression expression expression expression

TNP1 expression P=0.000 P=0.280 P=9.762e-010 P=0.001

r=1.000 r=0.254 r=0.938 r=0.704

TNP2 expression P=0.280 P=0.000 P=0.246 P=0.544

r=0.254 r=1.000 r=0.272 r=0.144

PRM1 expression P=9.762e-010 P=0.246 P=0.000 P=1.196e-004

r=0.938 r=0.272 r=1.000 r=0.755

PRM2 expression P=0.001 P=0.544 P=1.196e-004 P=0.000

r=0.704 r=0.144 r=0.755 r=1.000

Table S2:  Correlation among expression levels of four genes in obstructive azoospermia group using Spearman’s test (two-tailed)

TNP1 TNP2 PRM1 PRM2

expression expression expression expression

TNP1 expression P=0.000 P=0.067 P=0.027 P=0.044

r=1.000 r=0.612 r=0.709 r=0.661

TNP2 expression P=0.067 P=0.000 P=0.067 P=0.096

r=0.612 r=1.000 r=0.612 r=0.564

PRM1 expression P=0.027 P=0.067 P=0.000 P=0.096

r=0.709 r=0.612 r=1.000 r=0.564

PRM2 expression P=0.044 P=0.096 P=0.096 P=0.000

r=0.661 r=0.564 r=0.564 r=1.000



2

Table S3: Correlation among ACT/CREM incorporation and their target gene expressions in round spermatid maturation arrest group using 
Spearman’s test (two-tailed)

TNP1 TNP2 PRM1 PRM2

expression expression expression expression

ACT incorporation P=0.987 P=0.031 P=0.031 P=0.289

r=-0.004 r=0.484 r=-0.483 r=-0.250

CREM incorporation P=0.658 P=0.658 P=0.017 P=0.950

r=-0.257 r=0.257 r=-1.000 r=-0.100

Table S4: Correlation among ACT/CREM incorporation and their target gene expressions in obstructive azoospermia group using 
Spearman’s test (two-tailed)

TNP1 TNP2 PRM1 PRM2

expression expression expression expression

ACT incorporation P=0.632 P=0.044 P=0.513 P=0.387

r=0.176 r=-0.661 r=0.236 r=-0.309

CREM incorporation P=1.000 P=1.000 P=0.333 P=0.333

r=-0.500 r=0.500 r=1.000 r=-0.100
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